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Position	Head of Molecular Microbiology

Marital status Married

Education
	Ph.D. (Life and Biomolecular Sciences), The Open University, Milton Keynes, UK, 2008

	
M.Sc. (Molecular Genetics and Genetic Engineering), Mahidol University (Salaya Campus), Bangkok, Thailand, 2003

	
B.Sc. (Biotechnology), King Mongkut’s Institute of Technology Ladkrabang, Bangkok, Thailand, 1999 



Research and Professional Experience
2016-present	Comparison of Taqman array cards and standard realtime PCR assays in identification etiology of acute febrile patients using whole blood samples.

2012-present	Studying population structure and genome contents in a dominant clone ST 34, which caused an outbreak of human leptospirosis during 2000-2002.

Epidemiology of melioidosis and in human, animal and environment using molecular tools such as multi-locus sequening typing (MLST) in Thailand

Epidemiology of leptospirosis in human, rodents and environment using MLST and genome data in Thailand 

2014-2016	Using molecular assay to screening on sepsis patient blood samples for leptospirosis, scrub typhus, murine typhus, spotted fever group, other common bacteraemia and Hantavirus infection as a reference lab for South Asia Infectious Disease Research Network.

2009-2015	Comparison MLST schemes for leptospirosis epidemiology 
	Modify the MLST scheme for three major pathogenic members of Leptospira 
	
	Clinical and Molecular Epidemiology of Staphylococcus argenteus infection in Thailand
	
2008-09 	Investigation of Staphylococcus aureus strains infected in patients originated in Thailand and Cambodia using Staphylococcal cassette chromosome mec (SCCmec) typing, MLST and Panton-Valentine Leukocidine (pvl) gene
	
Modify the MLST scheme for three major pathogenic members of Leptospira 
   	
Evaluation two realtime PCR assays targeting 16s rRNA and LipL32 genes, respectively on clinical blood samples at endemic area.
	
Investigating leptospirosis in a prospective study of unknown cause of fever in patients originated in Sri Lanka  
	
2003-08 	Multilocus sequence typing of Leptospira 
	
2000-03 	Papaya ring-spot virus (PRSV) gene vector for transient expression of foreign proteins in plants
	
1998-99 	Investigation of bacterial contamination of pork during butchering

Training
Advanced Immunology Course 2015, 22nd -30th June 2015, Faculty of Tropical Medicine, Mahidol University, Bangkok, Thailand

A 10 month visitor at Wellcome Trust Sanger Institute, Cambridge University, UK with Pathogen Genome Group on: studying population structure and genome contents in a dominant clone ST34 during 1st Nov 2009 – 25th Sep 2010.

Wellcome Trust Advanced Course: Working with Pathogen Genomes 
10th - 14th November 2008, Bangkok, Thailand

Genome Wide Association Analysis 2008, 14th-16th October 2008, Mahidol University, Thailand

Programme Ethics Workshop Oxford Tropical Network, 5th June 2008, Mahidol University, Bangkok, Thailand 

Good Clinical Practice Training Curriculum with the Southeast Asia Influenza Clinical Research Network, 6th -7th December 2006, Bangkok, Thailand

Training in microscopic agglutination test, leptospiral culture, serovar identification and cross agglutinin absorption test at the WHO/FAO/OIE Collaborating centre for Reference and Research on Leptospirosis, Queensland Health Pathology and Scientific Services, 1st -12th August 2005, Brisbane, Australia
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8 Limmathurotsakul D, Paeyao A, Wongratanacheewin S, Saiprom N, Takpho N, Thaipadungpanit J, Chantratita N, Wuthiekanun V, Day NP, Peacock SJ. 2014. Role of burkholderia pseudomallei biofilm formation and lipopolysaccharide in relapse of melioidosis. Clin Microbiol Infect.
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